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oi-Helix & B-Strand : protein secondary structures Foldamers : synthetic oligomers forming a specific secondary structure

v' forming hot spots of protein—protein interactions (PPI). v |t can mimic the 3D structures and functions of natural a-peptides in proteins.
v" It can be one of the candidates for PPl inhibitors.
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On the other hand, there are few reports on aliphatic 6-peptide & B-strand-like foldamers.

Structural properties of cyclopropane

Cyclopropane can control the molecular conformation.
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6-Disubstituted cyclopropane 6-amino acid
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The lowest-energy 3D structure from the NMR-based calculations
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vy-Substituted cyclopropane y-amino acid
(Cp-y-aa)
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HzNM The Cp-6-peptides were the 14-helices, as expected
Ii? 51 oy O by the molecular design, in solution and crystal.
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a/Cp-6-mixed peptides as PPl inhibitors

Structural analysis of Cp-y-peptides
by Micro ED method
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