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What have we learned about antimicrobial peptides (AMPs)?

* Liposomes are a good model to study AMPs

* Spectroscopic methods can be applied to live bacterial cells
* The active concentration depends on cell density (both for bacteria and
host cells)

* Microbiological assays should be modified to better represent realistic
conditions
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The slow process
Is related to
membrane
disruption
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* Different peptides show the same threshold necessary to form pores: steric mechanism of
action -

 Heterogeneous response determined only by the variation of the fraction of membrane- 0
bound peptides
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