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The master regulator MYC is involved in >50% of human cancer
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6.5 h, rt  DuoMYC shows cellular activity in multiple cell lines.
CONCLUSION
-0, o  We designed a small miniprotein called DuoMYC were we successfully replaced the leucine
5 ‘ zipper domain with a chemical linker.
S - : i : .
 DuoMYC shows stability in human serum and partial a-helix formation.
« DuoMYC shows cell permeability.
?  DuoMYC successfully inhibits MYC from binding as shown in the reporter gene assays.
 DuoMYC shows cell permeability in HEK293T cells after REFERENCES
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